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Urban area survey — 2000

ELISA Method

Population based cross-sectional study




Prevalence HBV markers - local of birth

Place of birth Amostra AgHBs anti-HBc total
N %2 N %P IC95% N %P 1C95%

Labrea 269 44,5 Saeae b er  SOCE LS 1S 520 5 22, 5-3 S8R

Rural
Outras 9 1,5 1 11,1 0,0-31,6 5 556 23,1-88,1
Total 605 100 20 (3,3 11,94,7 302 (49,9) 45,9-53.,8

Braga, et al. REPSUS, 2003
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Frevaiéncia de marcadores sorologicos do viHB por grupo de idade
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Three communities survey

 All individuals surveyed
« Serology

 Viral load

 Philogeny

« Molecular epidemiology
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1. HOW?

Vertical ?
YES, but not the main mechanism!

Horizontal in early ages?
YES, the most important
but how? It doesn’t matter!

Very unlike HBeAg + in the family

2. WHY?

Poor impact of the vaccination program
Important residual pockets of HBsAQ carriers
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Multiple alignment of “a” determinant region

genes S
vaccine scape
mutant

10/113 (8,8%)

(Galvao 2013)
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CHALLENGES

1- PREVENTION

5. CARE 3- NATIVES



PubMed results
Hepatitis C Brazil — 909
epidemiology - 389
molecular — 39
Amazon - 22
Hepatitis C Brazil genotypes Amazon - 9
2004-2014

North region - HCV Prevalence twice the national average

Labrea and Atalaia 3.5% anti-HCV +
Few RNA+

Gen 1l 3 and?2
State of Amazonas 150 - 200 new cases every year

FMT-HVD 80%
FMT-HVD first to start triple therapy
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